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https://github.com/iobis/speciesgrids
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What's next?

● Make the tooling available for data providers and node managers

● Improve the algorithm and integrate more data sources (more 

sophisticated models, curated species distributions)

● Dataset tagging and filtering

● Data standards improvements and guidelines

● Integration into QC procedures

● Provide mechanisms for annotating records
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taxonID nucleotideAnalysisID taxonAssignmentMethod identificationVerificationStatus isAcceptedIdentification

genus_A provider_analysis_X pipeline_ncbi_rdp_08 accepted true

species_B provider_analysis_X pipeline_silva_blast_top unconfirmed false

species_C provider_analysis_X pipeline_silva_blast_lca unconfirmed false

https://gbif.github.io/
dwc-dp/cm/



taxonID nucleotideAnalysisID taxonAssignmentMethod identificationVerificationStatus isAcceptedIdentification

genus_A provider_analysis_X pipeline_ncbi_rdp_08 accepted unconfirmed true false

species_B provider_analysis_X pipeline_silva_blast_top unconfirmed false

species_C provider_analysis_X pipeline_silva_blast_lca unconfirmed false

family _D platform_qc_Y pipeline_bold_rdp_09 accepted true
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dwc-dp/cm/
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