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Centropages tyPiCUS e 150 specis

Animalia > Arthropoda > Copepoda > Calanoida > Centropagidae > Centropages
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Image by Dan Schofield

Porites astreoides L. . 6 s

Animalia > Cnidaria > Hexacorallia > Scleractinia > Poritidae > Porites

Vernacular names: knobby porous coral, mustard hill coral, yellow porites, yellow porous coral
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Anguilla dieffenbachii c., 5 pece: €3

Vernacular names: New Zealand longfin eel
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SPECIES | ACCEPTED

Alligator sinensis Fauvel, 1879

Published in: Fauvel, A. A. Alligators in China: Their History, Description and Identification.
In: GBIF Backbone Taxonomy

China Alligator In English  Trade restrictions | CITES 2020 <
OVERVIEW METRICS

34 OCCURRENCES WITH IMAGES

SEE GALLERY

1000km |

Generated 17 hours'ago © OpenStreetMap contributors, © OpenMapTiles, GBIF.
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® 0 ® @ eDNAQC

€« > C @ O localhost:3000/?dataset=wadden

Medakamo hakoo 1634282
Trebouxia aggregata 615536
Pleurosigma inscriptura 708204
Pleurosigma inscriptura 708204
Neovahlkampfia damariscottae 1734589
Chroomonas placoidea 573829
Polydora onagawaensis 1611501
Hypereteone heteropoda 333652
Coordinates: 5.00016, 52.97320
Sequence 1 200 bp

ATTGTCTAGGAATATTTCACATGCTGGCCCTTCTGTAGATTTGGCTATTTTTTCTTTACAT
TTAGCTGGTGTTTCATCTATTTTGGCCTCAATTAATTTTATTACTACGGCTATAAATATGC
GTTCAGTAGGAATGCGATTGGAGCGAGTTCCTCTTTTTGTTTGATCAGTTGGAATTACCGC
TCTTTTATTATTATTAT

Coordinates: 8.80931, 54.48879

Sequence 1 200 bp

ATTGTCTAGGAATATTTCACATGCTGGCCCTTCTGTAGATTTGGCTATTTTTTCTTTACAT
TTAGCTGGTGTTTCATCTATTTTGGCCTCAATTAATTTTATTACTACGGCTATAAATATGC
GTTCAGTAGGAATGCGATTGGAGCGAGTTCCTCTTTTTGTTTGATCAGTTGGAATTACCGC
TCTTTTATTATTATTAT

Chlorophyta Map

Chlorophyta Map

Heterokontophyta Map

Heterokontophyta Map

Percolozoa Map

Cryptophyta Map

Annelida Map

Annelida Map
Sequence 2 313 bp
ATTGTCTAGGAATATTTCACATGCTGGCCCTTCTGTAGATTTGGCTATTTTTTCTTTACAT

TTAGCTGGTGTTTCATCTATTTTGGCCTCAATTAATTTTATTACTACGGCTATAAATATGC
GTTCAGTAGGAATGCGATTGGAGCGAGTTCCTCTTTTTGTTTGATCAGTTGGAATTACCGC
TCTTTTATTATTATTATCTTTACCTGTTTTAGCTGGTGCAATTACTATACTTTTAACAGAT
CGTAATTTAAATACTTCGTTTTTTGATCCAGCAGGTGGAGGGGATCCTATTTTATATCAAC
ACTTGTTT

Sequence 2 313 bp

ATTGTCTAGGAATATTTCACATGCTGGCCCTTCTGTAGATTTGGCTATTTTTTCTTTACAT
TTAGCTGGTGTTTCATCTATTTTGGCCTCAATTAATTTTATTACTACGGCTATAAATATGC
GTTCAGTAGGAATGCGATTGGAGCGAGTTCCTCTTI"I'I’GT‘I'[GATCAGTTGGAAT[ACCGC

TCTTTTATTATTATTATCTTTACCTGTTTTAGCTGGTGCAATTACTATACTTTTAACAGAT
CGTAATTTAAATACTTCGTTTTTTGATCCAGCAGGTGGAGGGGATCCTATTTTATATCAAC
ACTTGTTT

0.16

0.254

0.057

89
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Congenerics analysis: Hypereteone heteropoda

TaxonID: 333652 | Coordinates: Map

ATTGTCTAGGAATATTTCACATGCTGGCCCTTCTGTAGATTTGGCTATTTTTTCTTTACATTTAGCTGGTGTTTCATCTATTTTGGCCTCAATTAATTTTATTACTACGGCTATAAATATGCGTTCAGT
AGGAATGCGATTGGAGCGAGTTCCTCTTTTTGTTTGATCAGTTGGAATTACCGCTCTTTTATTATTATTATCTTTACCTGTTTTAGCTGGTGCAATTACTATACTTTTAACAGATCGTAATTTAAATAC
TTCG GATCCAGCAGGTGGAGGGGATCCTATTTTATATCAACACTTGTTT

Scientific Name Taxon ID pident Score Density Identity Suitability Reference DB Cells

Hypereteone lighti 333653 99.4 oasa  (0897) o78a  (0g6a Yes 16
Hypereteone heteropoda 333652 99.4 0131 4 a Yes

Hypereteone alba 333649

Hypereteone barantollae 333650

Hypereteone tingara 328483

Hypereteone aestuarina 333648

Hypereteone otati 328482

Hypereteone foliosa 152250
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Image by Dean Janiak

Dutch long term monitoring of macrobenthos in the Dutch

Continental Economical Zone of the North Sea

Open in mapper

Overview  Dataquality ~ Measurement types

Long term measurements of benthos composition in the Dutch national part of the North Sea. Samples have been
taken by benthic sledge, box-corer, video and Hamon sampler. Samples were taken annually between 1991-2010,
in 2012 and in 2015 and analysed to the genus or species level. For video sampling, coverage percentages were
measured. The dataset has been used for assessment of the marine environment and habitat quality in the scope
of the OSPAR Quality Status Reports and the Marine Strategy Framework Directive.

Citation: Ministery of Ifrastructure and Environment, The Netherlands; (2018): Dutch long term monitoring of
macrobenthos in the Dutch Continental Economical Zone of the North Sea.

Published: September 17, 2025 at 09:52

URL: hitp:/fiptli
Ministerie van Infrastructuuren  Willem Stolte
Waterstaat; Rijkswaterstaat Deltares

Ministerie van Infrastructuur en
Waterstaat; Rijkswaterstaat

58,386

occurrence records.

136,934

measurements and facts
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Congenerics analysis: Anthopleura elegantissima

TaxonID: 283347 | Coordinates: Map

TCTTTCTGGTATTCAAACGCACTCGGGAGGGGCGGTCGACATGGCCATCTTTAGCCTTCATTTAGCGGGTGCGTCTTCTATCTTAGGGGCAATGAATTTTATAACAACCATATTTAATATGAGAGCTCC
GGGATTAACGATGGATAGACTCCCACTATTTGTGTGGTCCA AATCACTGCC ATTATTACTTTCCTTACCAGTTTTAGCGGGTGGAATCACCATGCTTTTAACAGATAGGAATTTTAATAC
AACTTTCTTTGACCCAGCAGGGGGTGGAGACCCCATCTTATTCCAACATTTATTT

Scientific Name Taxon ID pident Score Density Identity Suitability Reference DB Cells
Anthopleura buddemeieri 283342 0035 0.263 23

Anthopleura dixoniana 283345 0076 0.013 33

Anthopleura handi 283352 0.007 26

Anthopleura elegantissima 283347 0.031 75
Anthopleura hermaphroditica 283353 0.062
Anthopleura rosea 283373 0.028
Anthopleura waridi 410988
Anthopleura minima 283365
Anthopleura stellula 283375
Anthopleura atodai 283339

Anthopleura panikkarii 411007

Anthopleura foxi 283348
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Congenerics analysis: Centropages typicus

TaxonID: 104499 | Coordinates: Map

AGCTCCAATAGCGTATATTAAAGTTGTTGTGGTTAAAAAGCTCGTAGTTGGATTTCGGCGGGTAGTGGTTGGTTTGAATTGATTCAATACTGACT TACCCGTGTG GCCAGAATCTATCGGG
TGATCTTTACCGATTGTCCGTTGGAACTGGCAGGTTTACTTTGAAAAAATTAGAGTGCTCAAAGCAAGCTTACTGCTTGAATAGTTGCGCATGGAATAATAGAATAGGAAGTCGTTTCTATTTTGTTGG
TTTTCGGAAATCGACTTAATGATTAATAGGGATAGTCGGGGGCATTCGTATTCAAACGACAGAGGTGAAATTCTTGGACCGTTTGAAGACGAACTAAGGCGAAAGCATTTGCCAAGAATGTTT

Scientific Name Taxon ID pident Score Density Identity Suitability Reference DB Cells

Centropages australiensis 346252 0.229 0.543 50

Centropages kroyeri 104497 .0 0.057 - 50
Centropages aucklandicus 104489 i 3 0.001 42

Centropages gracilis 220903 { 0.189 202

Centropages calaninus 104492 ¢ ) 0.059 . 109

Centropages elegans 346255 0.201 16
Centropages elongatus 220902 0.202 83
Centropages typicus 104499 4 0.019

Centropages alcocki 346251

Centropages sinensis 346260

Centropages trispinosus 346262

Centropages acutus 346249
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What's next?

e Make the tooling available for data providers and node managers
e Improve the algorithm and integrate more data sources (more

sophisticated models, curated species distributions)
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Search species ¥ Fiter

Centropages typicus -

Centropages typicus

Phylum:
AphialD:

thropoda > Order: Calan

> Family: Centropagidae

Number of records: 1288 - see data sources
Number of records for independent evaluation: 12

Additional info: Al inside thermal envelope? Yes (100%)

Model Scenario
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£ DOWNLOAD THE DATA
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What's next?

e Make the tooling available for data providers and node managers
e Improve the algorithm and integrate more data sources (more
sophisticated models, curated species distributions)

e Dataset tagging and filtering



Search

Search term

b https://rs.obis.org/obis/vocabulary/Date

Search for

Dataset

Dataset search syntax: + signifies AND operation, | signifies OR operation, - negates a single token, * wraps a number of tokens

to signify a phrase for searching, + at the end of a term signifies a prefix query, ( and ) signify precedence.

Marine Microbes from RV Investigator voyage IN2016_V03, 170W, Pacific Ocean (2016) 4,583,637 records
https://www.marine.csiro.au/ipt/resource?r=bioplatforms_mm_in2016_v03

Marine metagenomes Metagenome 4,582,446 records
https://hosted-datasets.gbif.org/mgnify/MGYS00003194.zip

Marine Microbes from the North Stradbroke Island National Reference Station (NRS), Queensland,
Australia (2012-2020)
https://www.marine.csiro.au/ipt/resource?r=bioplatforms_mm_nrs_nsi

Marine Microbes from the Port Hacking National Reference Station (NRS), New South Wales, Australia
(2012-2020),
https://www.marine.csiro.au/ipt/resource?r=bioplatforms_mm_nrs_phb

Marine Microbes from the Maria Island National Reference Station (NRS), Tasmania, Australia (2012-
2021),
https://www.marine.csiro.au/ipt/resource?r=bioplatforms_mm_nrs_mai

Marine Microbes from RV Investigator voyage IN2016_V04, Australia (2016) 2,539,104 records
https://www.marine.csiro.aufipt/resource?r=bioplatforms_mm_in2016_v04

Marine Microbes from the Rottnest Island National Reference Station (NRS), Western Australia,
Australia (2015-2020)
https://www.marine.csiro.aufipt/resource?r=bioplatforms_mm_nrs_rot

Marine Microbes from the Yongala National Reference Station (NRS), Queensland, Australia (2015-
2020)
https://www.marine.csiro.au/ipt/resource?r=bioplatforms_mm_nrs_yon

Data associated with 'A 17-year time-series of fungal environmental DNA from a coastal marine

https://www.dassh.ac.uk/ipt/resource?r=14-edna

Nahant Collection 1,261,908 records
https://hosted-datasets.gbif.org/mgnify/MGYS00002376.zip

Showing 1-10 of 409 results

3,032,979 records

3,071,809 records

2,797,790 records

1,786,909 records

1,247,306 records

1,068,660 records
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What's next?

e Make the tooling available for data providers and node managers

e Improve the algorithm and integrate more data sources (more
sophisticated models, curated species distributions)

e Dataset tagging and filtering

e Data standards improvements and guidelines

e Integration into QC procedures

e Provide mechanisms for annotating records
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